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Dharmacon siRNA

BRI AT PIRA

BEFpDharmacon siRNAGIESIT?

Dharmacon 2#tIRTEMCIRITEN~RE XL“REBZIA NBIUABRHNERA., IR TENRISEBITIEERS

1EBISIRNA =53 2%,
B, EFHEE BRESS RIESE
SIGENOME ON-TARGETplus
B=ih AL B, KR AL DB, KR
TUERERIRIE( >75%) SMARTpool &Set of 40hZ/)35% SMARTpool &Set of 4thZ/)35%
1E X EENSBRIS brivedaata=z! =88
X% seed regionf5 KIS el
SIS R BIBIGITBYACcell SRNA: THRERET, HERTraLMR STORIETHERER SYRS EEATERA
HHEIEMTBRNAL INcRNA)  BiLincode siRNA: B AFV/NFEEERLE, RAAON-TARGETplus 2 ARIEES
BTSiRNA ¥Ji24t: SMARTpooll 4+3E—EEB4 SsiRNAREY) . Setof 4 £ E—EREBI4 SIRTISRNA) , 5siRNA, SRNA FFHIES

SMARTselection™ i R—BE R RMHHBRITR
b

Dharmacon siRNA7= &8 2 el Fii R SR E SRR SE
MERESEIHD, BIMACTHIDAEN . BRUASRIBE.
DharmaconBIRIZFRE SR L TIRITERESRNA B— KRR
nl, F#—HLZEBESMARTselection™ 7K, SMARTselection™
SIRNA B—REZWM™BENZITRN, fEX—RIISZH
BRI AmETIEE. KNI PHEL RF8945%SIRNARRS
it — BT HEELLITIER.

SMARTpool™ ER—— L RBKIHRIEEV75% L E
BRARME

Dharmaconi@ it SMARTpooliz R E 8 89E HAPRIERNAIS 8,
@iT4ESSMARTselectionf A,  4&5H R —EERBILZSIRNA
RBEMA—BIRA, RIETESUNERNAKYE, @Y,
BF & 5RsIRNAGSREAB X FRE MR L T Btstlofftarget), 38
1 TN SLE HIEHIESEME, Dharmacon siGENOME . ON-
TARGETplusFJAccel $24tSMARTpoo iR FIFD4 R & IRSIRNA,

SMARTpa!
sifiNA

siiNAZ  siANA3  siRNA4

Target mANA o SiRNA T

T
sifiNA 1 sﬁlkz sifiNAT  sifiNA 4
| \

\‘.,_

v
Microarray 34T R RSMARTpoolii R R 3 At $E AL

ON-TARGETplus™ SIRNA——2H N ERNRIFE,

SEREA LN
EBHRARE ERNKPRIEZHIRRIERN 2HR b

P seed region ;B SR, Bt —IKMIRSR XBEH9E

MEZE O RSB NIB/R M HES IECHIARIE.

ON-TARGETplus FESMARTselection AR E M ES &I

MRS REIRITRES, FRIRR— T Z0INEEHS IR A,

BMEIE MRS ARTIR Y fkseed region B AL SIER,

B8V DR E S [CBIBREERNL,  fPFFON-TARGETplus SiRNA

BIRRSE NI FERIRAT .

s MBLERERSHISIRNA, B XISIRNA IUEEEIIFERISD,
PRLEIE X5 ARISCEEY), BIHEH R X85 SRISCHLS
6. EENAMERCEN REMRFLDIE S HEH RO EERNL .

* IBII XISIRNA seed region fLALIZITRIISIRISHD. 12&SIRNA
BUMBRIER, FREARIERNS 28I PBIE .
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T
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|
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Individual siRNA
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o FJFAPool 52 AR{FEON-TARGETplus SMARTpool siRNAITFI A,
NERHSEESHNEREGIHT.

TRIER

A RS

ON-TARGETplus Pre-designed siRNA

SMARTpool siRNA reagent: 5, 10, 20, 50 nmol L-HUMAN-XX
L-MOUSE-XX
L-RAT-XX

Set of 4 siRNA: 2, 5, 10, 20 nmol LQ-HUMAN-XX
LQ-MOUSE-XX
LQ-RAT-XX

Set of 4 Upgrade***: 2, 5, 10, 20 nmol LU-HUMAN-XX
LU-MOUSE-XX
LU-RAT-XX

Individual siRNA = 2** 5 10, 20, 50nmol J-HUMAN-XX
J-MOUSE-XX
J-RAT-XX

“HRABERNRFLESAE

I Tg2nmol BBy 38 &siRNAZE /D E RIS,

***set of 4 upgrade Rset of 4 AFTIOMIBHLLEMILIZERSMARTpool=

SaImE.

SIGENOME™ siRNA——B R HBENEARA NIRRT A,

£5%%. s

SIGENOMEAGIEIEFENRERNEM L EERENHRNZ

O, ERERMSENR XA RIESIONK. BETXIXNGE

DR ITEERALLY, BRIRIEFS. RIE RO

EEXIBIER. FIFBON-TARGETE ARUEH MBI T Z2ISIHHVIE

NEE#Tie=8M, PELEELSSRISC, HIRR X B RUE#

ARISCESMFFRAMIEER .,

BM2004FEFHLUNR, siGENOMERESRMIZRZT TRE

ftEIRRERN.

* SGENOMEGEEDITHIRG IR EBIER. BINiEFEE
FAON-TARGETEZARRIEMA MR FEHILE

* BRZEMAETERAIHFILESIRNA,

TRER

A "sS*

SIGENOME Pre-designed siRNA

SMARTpool siRNAreagent: 5, 10, 20, 50 nmol M-HUMAN-XX
M-MOUSE-XX
M-RAT-XX

Setof 4siRNA: 2, 5, 10, 20 nmol MQ-HUMAN-XX
MQ-MOUSE-XX
MQ-RAT-XX

Set of 4 Upgrade***: 2, 5, 10, 20 nmol MU-HUMAN-XX
MU-MOUSE-XX
MU-RAT-XX

Individual siRNA : 2** 5 10, 20, 50nmol D-HUMAN-XX
D-MOUSE-XX
D-RAT-XX

Accel™ siRNA——SPTCRIBIBISTIRZE. TREOF
i

Dharmacon Accell siRNA AR 3 E R {EQIRNART I BEXE AT

EHFHaE: THREDHLEHA. REFBRUSEENTHA

MRAME, BB TRIFINERRSHFSHE.,

BT R FIB RS MRS ROT AT MR R ZE

NI BRBRRTAERZARNATATRERNEK, ME

IRRIUA TEZ ER o] FMEDharmacon Accell siRNA 53X — Al #7

T AAEURITGERIESDRPARINNEEER.

* THRRERRIAF . BRNBIRESEABNTTRSHSIRNALK
3,

* RIFBISRNABIRERTS A RNAESERE. 8RE
M. SRRUERNSIOTRK.

c EHEMMAUIR. RRMIR. RINMBIREMHAZEMIRD
AIDNIFE,

SRR E IS, TN TFin vivoREE.

o [RIBIREM, UNMBRFEER TEKIEERONMKETLE
B8l

TTRER

g S
Accell Pre-designed siRNA

SMARTpool siRNAreagent: 5, 10, 20, 50 nmol E-HUMAN-XX
E-MOUSE-XX
E-RAT-XX
EQ-HUMAN-XX
EQ-MOUSE-XX
EQ-RAT-XX
EU-HUMAN-XX
EU-MOUSE-XX
EU-RAT-XX
A-HUMAN-XX
A-MOUSE-XX
A-RAT-XX

Set of 4 siRNA: 2, 5, 10, 20 nmol

Set of 4 Upgrade**: 2, 5, 10, 20 nmol

Individual siRNA : 5, 10, 20, 50 nmol

*HRARERNXFIEZSAE

*{TRI2nmol B 45818 RSIRNAZ D FHEE TN,

***set of 4 upgrade 2set of 4 UIFIIMIRELEMKIZERSMARTpoolf=
SHIEmE.

*HNABERORFEZSAE
**set of 4 upgrade Eset of 4 DUFIIMIRRLMRIZE
BSMARTpoolF=GaBIIE .
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Dharmacon Accell sSiRNABZEET 70RE B & R Xt Dk I AL
A, 15iha)DharmaconiNis 3 FRIE AN ES ISR

B AR P ARIDN RIS 0B

ARPE-19 (human retinal epithelial cells) B-islet cells
BxPC3 (pancreatic tumor cell lines) Bone marrow cells
Bronchial smooth muscle
cells (BSMC)

Cardiomyocytes

C1 tumor derived cells

Caco-2 (colon colorectal adenocarcinoma)
Cerebellar granule neurons
(CGN])

Cortical neurons

CD4+ primary human T cells

CD14+ primary monocytes
GH3 (rat somatolactotrophs pituitary cell line) Endometrial cells
H9 stem cell lines Endothelial cells
Extravillous trophoblasts
(EVT)

Hepatocytes

HCT-116 (colorectal carcinoma)

HUVEC

JIN3 (plasma cell leukemia) Immortalized B cells
MEC1 (human chronic B cell leukemia)

MN-1

MS1 (mouse pancreatic islet endothelia cells)
NOD CD4+CD25- splenic cells

Keratinocytes
Lymphocytes
Macrophages

Mantle cell lymphoma cells
(MCL)

NOXA Monocytes
OVCA 420 (ovarian carcinoma) Mouse embryonic fibroblasts
(MEF)

PGA-1 (lymphocyctic leukemia B cell line) Natural killer (NK) cell line
RAW264.7 macrophages
SHSYSY (neuroblastoma)
SNB19 glioma cells

T47D (ductal breast epithelial tumor cell line)

Neurons (primary rat)
Oligodendrocyte precursors
Pancreatic tumor cell lines
Peripheral blood mononuclear
cells (PBMC)

Vascular smooth muscle cells
(VsSmC)

T98 glioma cells

THP-1 monocytes
U266 (peripheral blood B lymphocyte myeloma

U937 (leukemic monocyte lymphomal)

Lincode™ siRNAs——%t X3 IncRNA B968IE7 =52,

7JINcRNATR SR,

Lincode siRNAsNB&ENABIEIERIBRNA( IncRNA) R

FFRHETBENNIA. 5siGENOMEFION-TARGETplus—#%,

Lincode siRNAs@E1#RASMARTselectioni KIRIESRVOTEA

B8+FIAREFIGION- TARGETplusRREES I AR 7IHDHIREE

XN,

o $+3¥fHUMan RefSeq FBEDEFFEITEINCRNAINR_FIXR_
BRANZIT.

o Lincode siRNAsHIFRIR— I — IR BEIS R AR HI AR 2L 3K
N,

* SMARTpoo I S] @BYFTEEINCRNABIZ TMIR, BB

T&HRER

S &S

Lincode Pre-designed siRNA

SMARTpool siRNAreagent: 5, 10, 20, 50 nmol R-HUMAN-XX
R-MOUSE-XX

Set of 4 Upgrade***: 2, 5, 10, 20 nmol RU-HUMAN-XX
RU-MOUSE-XX

Individual siRNA : 2**, 5. 10, 20, 50nmol N-HUMAN-XX
N-MOUSE-XX

SN ABERNRFI LS
**ﬂ)”!JanoI@&E'J%%SIRNA%)%EH*fﬂ)”@@%e

***set of 4 upgrade Rset of 4 PAHTIDMMBHLLEMIRiZE
B SMARTpool = B9,

SIRNANYIR =GB —— BRI AR R R
IEBEMIPSRNATIIR?

IR BRI NTER R MR

ISR tric WA=
SIGENOME Lamin A/C, Non-targeting, [ ]
SiRNA PPIB, GAPD RISC-Free
ON-TARGETplus  PPIB, GAPD Non-targeting
SIRNA
Accell siRNA PPIB, GAPD eGFP Non-targeting @ @
SISTABLE SiRNA PPIB, GAPD Non-targeting
SiGLO SiRNA Lamin A/C, RISC-Free [ ]

PPIB

siGLO Transfection [ ]
Indicators
Reporter gene RLuc, Fluc,
controls GFP, B-Gal,

GL2 FIGL3
Lincode siRNA Gas5 Non-targeting
controls

WHETHSHRIAFIEEZESR 1EiARIDharmaconfis,

SiRNARAN FBIRA—SEREMN . KRENSH
H¥F—-5

RNAIQSP]EH%E%EZF NI T s RE PRI E R
KIFFOAR, BN BRERNE QRS IH ERIAMNMA
389889, RASIRNARTR R Z28IsiRNATE VDB TS sk
BEEXRNEAN.

SRNARAR R L BEB MRS =8FFBHEE. IR
FM737ERE T SIRNATEARARREBIEW . APAISIRNASLLS
SANREERRRB LRI ETREKIFBIMEISIRNATER
PR ZPERR, XA AMFZ0 TSIRNA ZERAIBY T IZNIAE. B
LT t, Dharmaconi@ it IR 4FEIsISTABLE{L SIS IR R B
MARRTX—OFA, KiFsiSTABLEBIHAISIRNAD S EAILS



PO FARFKIA—E, BHREITSFTENRMBRESHE.

[@8¢Dharmaconi2 78 E N E M SRIEEBI LI IRF#1T .

s SEMERTEAARTRBBIAFISIHF

o SIPFERBSIHIEE B EAR I MERNARER

* JR5B9sISTABLE SR IRIESIRNATE S SKEREFIMNEPHIRE
3

» @I L BAccelIARBIMIRtE SO ERMRE AR S
B, ERARERINES

120

Intact siRNA (%)

0 -0

01 1 s 10 100
Cyclophilin BERSIRNARRE MK . MEPSHEAERNase, XHIESIRNA
N AFAERRRANBEIRNIEEZN . W0LEEFTR. Dharmacon siSTABLES
IR A MRS TSIRNATEL0O0N AIDBEPHIREN, REMSIMOISRNARREF
fi#, MSISTABLEBIMEISIRNA Tl E /DS RIRFFEE.

Dharmacon (@B B BIsiRNANIBETTUH.E ISR @89Sk

BAHX.

SIRNAZDM B ETR FRAERY(AL)* PAGE(C) HPLC invivo in vivoHPLC
BeEh, BRI BN @ o e O [ J
2144(90-95%)** ([ o (
SEE ol [ (]
R 53N+ Y P
WETIBIMSIRNALERE ([ ([ o
HEZ=in vivo siRNA &R o ()

“HETUSIRNATT B #20 F FAIMA SR
IHEISIRNA BNBHAE

SIRNARFZIfifise

(SN}

- [§E8R457450.01-4mg/kg/day

« RF45750.01-50mg/kg/day

RIS ERIERBAEER

REWIE

SRNAKPIRIFI— I
THEs

TE HlISIRNATEEX R Dharmaconi RSz FF SR &

DharmaFECTE R Il —— F JIsiRNA LB =R .

BEBE R

TIREHSE, NENHSS SHEISIRNARRZEESMRINN

HKENERBRNFIR:

DharmaFECT ARBIEE LI B NsiRNAR LR R 5RE9EC 5.
JRNA IR RIZH T B, T5EHISIRNA BR TSR, RETA

R, 2—-NRBREZAFTEHE CEOMMABIRAIISIRNAR R

3k, @Bt Dharmaconi@id 3 E B MIRARZR T THIEFM

. AREREEAAMBRAKOharmaFECTL, 2, 3, 4 &

S/ 6. HEENANEMBRANERREER, HP, Dharma
FECT 1 o N B FAREINDUMBIRZER, DharmaFECT 2, 3, 4 FIFR

AANELHEEDHIRAREVNFEZRNA( siRNA, miRNA,

etc) SREERZESRK, DharmaFECT Duo NFE FsiRNA FOFRAL
NHEBRMAORT TIRIFNE S, ABRENBIRSE &

EIEEREERE NSRS EsiRNA F0FIHI.

o (UFIRAERNER TS, R IMIRLTIPREMINEIKINLER
* EEPERARIVIEESIRNA fHiE

o IR ESIRNA/MIRNAZR A REN D el S Al S8 2
=

o KBRS ESIRRG T RESEANERIBME

o {FFADharmaFECT Duoif#{TsiRNAS FRRAIILEE L, H/9siRNA
SRAHBRMCHIRISERTD, ERSWENHRSE

* BRI B90.2 mUN\BER O] N I TSIRNARR RBIRRE
REHEETT0NEE

iTRER

S

=y —] Fr=y—] e
NS NS NS

DharmaFECT X(X=1,2,3,4) DharmaFECT set of 4 DharmaFECT Duo
0.2mL  T-200%-01 T-2005-01(4x0.2mL) T-2010-01
0.75mL T-200X-02 T-2005-02(4x0.75mL) T-2010-02
1.5mL T-200X-03 T-2005-03(4x1.5mL) T-2010-03
5x1.5mL T-200X-04 T-2010-04

2x10mL T-200X-07A

TFRIZE#Dharmacon #EEBIDharmaFECT RS LR FIEAR
ZMRAPHRINNABNER, BIRBINFRIERRES
B9 L7 .

i&ipialdharmacon.gelifesciences.com 38 %DharmaFECT

HFIRIDN R DIRAR.

SIRNATBIES BE—— N AYIER MBI B RINEEETE
Dharmaconi2 MW NERREEIEER R CBENSTOE™
6o RO ARIBSEN E R R(EBIIHIEAZTN. Dharmacon
SIRNAN EFRHEIERE . BN ENSEEN
THESR. WFsiRNA XERESEE?

Pre-defined RTF siRNAXZEE Duet siRNASZEE
SIRNA M [

HX A A MR A R A

RHEEERENE

o E IS E

oJi2HF G SMARTpool, SMARTpool, SMARTpool,
Setof4, 963, 963L33843,  Setof4, 963
H38LILTEIR TR k3843 TR




Pre-defined siRNASZ EE——RIFBARS 32 . &2 558F09siRNASZEE
Dharmacon pre-defined sRNAX =2 BRIN AR 2. SPRIBFSSREISRNASE, RNAI £IRMYAR( RGI 8960271
FOBRIABERT A RIEFR Dharmacon sSiRNAX EERIS T RIFEIMR . sRNAETRIENNR T B RIDAEBIHN. NIRRT RRAL

MIBBIAR. FRESTEIHFNAMIERNBINEEANER BERNRESRSHAARYBANRARSIENONSTA.

EBHEANSZSTMIBERRESSSEEISIGENOME, ONTARGETplusFJAccell siRNA,

o BEHHNETMIZERRIES S SIBHEMISIGENOME . ON-TARGETplus FJAccellsiRNA,
* Dharmacon 58 H#ISMARTpool AION-TARGETplus FARRIES KON, BT KIZFFEAILMNL, RIELIWAIBEITTEIE,
it —HREMELIFE DOFERONERNEE.
* Dharmacon AR/ NBHEERASIRNA XEAZIRESESHANDIISEINAHESHKEMR( #FiEiEHahttp:/
www.rnaiglobal.org/Home/)

* NEEPIRMNBINT, BIUEEEBMRIEUBEREXNEERAMMIE.,

HUMAN( ERZE)

Pre-defined siRNAX £ SIGENOME ON-TARGETplus Accell SIGENOME ON-TARGETplus Accell
Genome ~19000 ~19000 ~20000

lon Channels 349 349 347 340 335 331
Phosphatase 256 254 257 273 220 243
Protein Kinase 712 709 714 715 742 652
Ubiquitin Conjugation Subset #1 88 87 89 80 80 82
Ubiquitin Conjugation Subset #2 113 115 115 104 103 109
Ubiquitin Conjugation Subset #3 379 386 396 339 329 351
Deubiquitnating Enzymes 98 98 103 68 126

Drug Targets 4795 4786 4799 7100 5144

Druggable Genome 7562 7553 7587 10006 6457

GPCR 390 390 390 515 571

Proteases 480 477 480 540 454
Apoptosis 446 558 289 535

Cell Cycle Regulation 169 131 105 128

Nuclear Receptors 52 52 52 46

Tyrosine Kinase 85 88 85

Membrae Trafficking 140 140 113

Cytokine Receptors 116 116 158

DNA Damage Response 240 240

Serine Proteases 143 123

Transcription Factors 1529 1440

Epigenetis 463 463

DharmaconpiBsiRNANX FEIA963LRFI384ILIRAZTIRHEE, B0.1 nmol, 2x0.1 nmol, 0.25 nmol, 0.5 nmol,

2 nmol FZBFPHE ., 2196 SLAR MBI, 0.1nmolsiRNATIRS0 RfFmiEl 20 nM THERE) .

1 nmol,

Cytell 2B R BIBR BT

N5 BRI IDEERA. 4BiE
. MIEEH. @IRiEE. Mie
BT, GFPEE. BRZIESES.
BRITH. APEEXRRSIDE
F—15.

IN Cell Analyzer 6000/2200

BMNE ERTSHBRNTS
A ST, ERTMHR
AR HBREEISPUBIHEIE M
fRBADRETEEDE MER
RAIEEBIRH.

Amersham™ Imager 600
BETHE. DI, BBTMCH BPORBIBREITIL BRVSDHERSN Amersham WBSCIRSEMEWS:
REERINEE, MHRISBR—S N FIHREE R BIRR L2ImageQuant LAS 4000ZFIAIFHR, AWB System — A BB RRZENTA
8. ECIME RERE. AR BOI. N ETBIREBIRLRE AT REEDEORSONARS 4 K. HE. R WA, K

HHZBROEWADNT. KB
BRE: R, Kl K.
. % B FEXsE.

[ Western BlotB{ARRIRSE

&. B8N —=IM. TFE
LNERUUEEBIN TRRER
REXWRMF BTHG. B8R
ERERIS —BIESHIE. RE.
fage. .

WBBXE, TER—REAERE
HITASEBIT— R HECYSTAR
ICRE, TEESMEESB—
EBTEHS.

Lotk
L ekl




RNAFHLIREBINAL RNAI Global Initiative, RGl)

NIBHEHRBSTEIRRISFR, DharmaconFERBAAFIEIRBR NIRRT S CITIEIIL T
BaiegLmaelfiintmhTitE. BN

RN Ai “RNAFH IRV ALM” | 4 5
MICERSRNASR, SR AR BRNATRSIAL . L AN STERESERE

GLOBAL

SRNAEAESIREEAB T Z0ER, ERZR
HARANYR, NREMESHAREDK. BTENMRRIFRETEEFEADharmacondysiRNAX ZEEFFIDharmaconSYEFF

RIEAE. MR, ERREMBIAXERERROIAR.

RGIALRZIR

=X
Albert Einstein College of Medicine
British Columbia Cancer Research Centre

Children's Hospital of Eastern Ontario
Dharmacon, part of GE Healthcare

Fox Chase Cancer Center

Harvard Medical School

La Jolla Institute for Allergy & Immunology
McGill University

Mount Sinai School of Medicine

National Human Genome Research Institute
National Institute of Allergy and Infectious Diseases
(PSIIM)

Salk Insitute

St. Jude Children's Research Hospital

Stanford University School of Medicine
University of Chicago

University of Cincinnati and U.S. Air Force

University of Georgia
University of Manitoba

University of Michigan

University of Nebraska Medical Center

*UNMC Eppley Cancer Center

University of North Carolina

University of Texas M.D. Anderson Cancer Center
University of Texas Southwestern Medical Center
University of Toronto

#The Campbell Family Institute for Breast Cancer
Research at Princess Margaret Hospital

eSamuel Lunenfeld Research Institute at Mount
Sinai Hospital

University of Wisconsin

Vanderbilt University

Wayne State University

Yale University

www.gelifesciences.com/dharmacon

TERHBEZRAL: 800-810-9118

(RERRRIFE T EEFR)

BRI X

Beatson Institute for Cancer Research
Cancer Research UK (CRUK)

eLondon Research Institute

eInstitute of Cancer Research

Center for Genomic Science of IT@SEMM
Centre de Regulacio Genomica, Barcelona

Centro Nacional de Investigaciones Cardiovasculares
Charite - University of Medicine, Berlin

German Cancer Research Center (DKF2)
International Centre for Genetic Engineering &
Biotechnology, Trieste

Institute of Genetics and Molecular and Cellular
Biology

Leiden University

Netherlands Cancer Institute (NKI)

Philipps-University of Marburg

Trinity College, Dublin

University College London

University of Basel

University of Cambridge

eCambridge Institute for Medical Research
eHutchison/MRC Research Centre
University of Dundee

University of Edinburgh Medical School
«Division of Pathway Medicine
University of Leeds

University of Lille

University of Manchester

University of Southern Denmark
University of Utrecht Medical Center
VU University Medical Center

©2015-GE/NTMRILETE, GE, GE Monogram, healthymagination, imagination at work, #2EREIFBLAR

A, JENR PRI
Genome Institute of Singapore
Institute of Molecular and Cellular Biology, Singapore

Institut Pasteur Korea (IP-Korea)

International Centre for Genetic Engineering &
Biotechnology, New Delhi

Monash Institute for Medical Research

Peter MacCallum Cancer Centre

Shanghai Institutes for Biological Sciences
University of Queensland

The Council for Scientific and Industrial Research,
South Africa
Weizmann Institute of Science (WIS)
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INERNGIBEFEN TR RS
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CEATDBNAEEQIR AARTENNERT AABEOUNSHN ERMBHESH#TIN
BRAINZT RN . FI5ESESNCELFRRKR.
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